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N3BecTHble ¢paKTbl?

[loHOpCKMe baKkTepmUn NPUKMUBAOTCA U
HaxXoAAaTCA Y peunnmeHTa cnycta 3 mecsaua

[MpuxKunsatotca 6bakTepun 6AnU3KNE K yxKe
XUBYLLLIMM Y PELIUMTUEHTA

BaKkTepuun oT 0o4HOro AOHOPA NO-Pa3HOMY
NMPUXUBAIOTCA Y PELUNNEHTOB

1. Durable coexistence of donor and recipient strains
after fecal microbiota transplantation / S. S. Li [et al.] //
Science. — 2016. — Vol. 352, no. 6285. — P. 586-589.



CyuwecTsyloLine pewieHUA

TaKcoHOMMYecKaAa aHHOTauuA

— cnoxKHo (Kraken — 32 %, MIDAS — 49 %)

Cb6opKa oTaAeNbHbIX reHOMOB U3 meTareHoma'
(aHrn. Metagenome-Assembled Genomes)

— 3dlUYMZIEHHOCTb U XMMePHblE CBA3U

1. Tracking microbial colonization in fecal microbiota
transplantation experiments via genome-resolved
metagenomics / S. T. Lee [et al.] // Microbiome. —
2017. — Vol. 5, no. 1. — P. 50.
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Pa3paboTKa anroputma A5 CPaBHUTE/IbHOTO
aHa/IM3a cepuit meTareHOMHbIX 06pa3LoB

Pa3bueHne npoyteHUn N3 BXOAHbIX
METAareHoMoOB Ha KaTeropuu

Co3paHKMe TecToBOro Ha6opa MEeTareHomMmoB U
TectmpoBaHume

3a|'IYCK Ha pead/ibHbIX METAdreHOMHbIX AdHHbIX
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Kputepuun obHapyxKeHUA
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Kputepuun obHapyxKeHus
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Knaccnoukatop npoyTeHmni
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Knaccnoukatop npoyTeHmni
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Knaccnoukatop npoyTeHmni
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TectTupoBaHue — naeA

CreHepupoBaHHble MeTareHoMbl M3 BUOOB NN
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CpaBHeHue ¢ BrownieAligner

*Buabl C 3KCNOHEHUMANIbHbIM pacnpeaeneHmnem C
owmnbKkamm 1 Ha 1000 B npouTteHusx. Mopor = 0,001

0,
14% B BrownieAligner, exact
12% B BrownieAligner, 1 error
M BrownieAligner, 2 errors
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- -
3 0 m BrownieAligner, 10 errors
o
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% 6% m BrownieAligner, 20 errors
E‘ m BrownieAligner, 50 errors
4% -
m BrownieAligner, all aligned
2% m New algorithm, all reads
. New algorithm, paired reads .



MpuKMNocb OT 4OHOPA

=
(2}
2 2
\%) o
5 R02 W8 S
p R02 W4 S
" RO02 PRE
R01 W8 SC

R0O1 W4 SC
RO1 PRE ©

20537879
Total reads mapped

R02 sett/e
RO1 settle

16



from donor
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CoxpaHWUAOCb Y peunnmeHTa
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BbiBOAbI

Pa3paboTaH 1 peasin3oBaH aaroputm
KnaccuduKaLumMm NpoYTEHMIN HA KaTeropmm

[MocTpoeHa nporpamma obpaboTkun cepumn
MmeTareHomoB ana nccnegosaHna TOM

PelleHne npumeHaeTca A9 aHa/In3a peasibHbIX
npaKTnyecknx pesynbratos 8 PHKL OXM

[MobeanTenb KOHKYpCa «3a Ay4LlWwnm OKAaA» Ha
KMY UTMO 2019



CNACUBO 3A BHUMAHUE!



